. Crystals of EcMinC CTD and its typical diffraction image. (A) Needle-shaped crystals of MinC CTD grew to the maximum size of 0.2~0.3 mm after 3~6 weeks. Afterwards, crystals were harvested and cryoprotected in reservoir solution with 20%-30% glycerol and flash frozen in liquid nitrogen. (B) The typical X-ray diffraction image of MinC CTD crystals. Data were processed and structure was determined at 3.0 Å resolution. -226 aa) . The secondary structure of BsMinC (160-226 aa) was predicted using a server from Bioinformatic Group of UCL Department of Computer Science. According to its predicted secondary structure, there is an -helix from 210 aa to 215 aa at BsMinC's C-terminal tail. Figure S9 . Evolutionary relationships of MinC and MinD. The evolutionary history was inferred using the Neighbor-Joining method. The trees are drawn to scale, with branch lengths (next to the branches) in the same units as those of the evolutionary distances used to infer the phylogenetic tree. The evolutionary distances were computed using the number of differences method and are in the units of the number of amino acid differences per sequence. All positions containing gaps and missing data were eliminated. Evolutionary analyses were conducted in MEGA7 2 . 
